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Species Gene Symbol Gene ID GenBank Accession Transcript
Human RHOU 58480 BC040076 NM_021205

About the gene

Official Symbol RHOU

Previous Symbol ARHU

Official Full Name | ras homolog family member U

Synonyms WRCH-1; DJ646B12.2; FLJ10616; WRCH1; CDC42L1; hG28K; fJ646B12.2

Location 1q42.13

Gene Type protein_coding

Uniprot ID Q7L0QS8

Pathway/Library others

This gene encodes a member of the Rho family of GTPases. This protein can activate PAK1 and JNKI,
and can induce filopodium formation and stress fiber dissolution. It may also mediate the effects of WNT1
Gene Summary signaling in the regulation of cell morphology, cytoskeletal organization, and cell proliferation. A
non-coding transcript variant of this gene results from naturally occurring read-through transcription
between this locus and the neighboring DUSP5P (dual specificity phosphatase 5 pseudogene) locus.
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L00020 Control Knockout HEK293T Cells 132/
L00022 GFP Knockout HEK293T Cells 132/
0222 T - R 2 (100X) 100ml
D0508S/M i PR 2 4 4 R AR A U a0 25/100%
D7080S/M/L T7 Endonuclease I (CRISPR% 2 [ 5845 4 5 FH) 250/1250/5000U
ST551-10mg Puromycin Dihydrochloride ("M 2 %) 10mg/mlx1ml
ST551-50mg Puromycin Dihydrochloride ("M 2% %) 10mg/mlx5ml
ST551-250mg Puromycin Dihydrochloride (PP 2% %) 250mg
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